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Results

Mass extinctions disrupt the balance of clade richness across the tree of life. Certain

Result 3.2: Total reduction in morphospace range and variance

and lateral shifts morphospace restrict genus richness today.
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ranges of principle component scores 1-8 for shell profile shape. o Eight of the top-10 families in extant genus richness had low disparity of
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Initial disparity in the Cenozoic.
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Figure 3. Impacts of changes to a family's morphospace across the KPg on its extant genus richness today. (a)

£ Sty Change in the centroid position. (b) Change in the range of the morphospace. (c) Change in the variance of the Mgy ool E
Data Figure. Ext. view, right valve of Trigonia castrovillensis. Stephenson 1941, plate morphospace. REU Site, OCE- 1560088 REFERENCES
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